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Показаны документы, содержащие фрагменты текста из документа

 http://storage.bioinf.fbb.msu.ru/~roman/Sutormin_CV_aug2013.pdf.









1. http://storage.bioinf.fbb.msu.ru/~roman/Sutormin_CV_aug2014.pdf

Roman Sutormin rsutormin@gmail.com Professional experience 05/2013  present: Lawrence Berkeley National Laboratory (Berkeley, CA, USA) Software developer Development of JSON based storage system used for keeping biological data involved in public KBase services. ... 10/2009  08/2011: Mail.Ru Group (Moscow, Russia), Software developer Support and development of data warehouse (PostgreSQL) and administration web tool (JBoss + GWT) on serverside of MMO game "Allods Online". ... 2013 Jul 1514(1):476. ... 




      
[
Текст

] 
 Ссылки http://storage.bioinf.fbb.msu.ru/~roman/Sutormin_CV_aug2014.pdf -- 278.5 Кб -- 24.08.2014

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>12) - storage.bioinf.fbb.msu.ru/ )






    






2. SDPsite - Algorithm Format requirements

 ... Algorithm & . Format requirements . ... SDPsite is a tool for identification of protein active and other functional sites, based on spatial clustering of SDPs (specificity-determining positions, described here ) with CPs (conserved positions). ... Mapping predictied positions onto structure and construction of the best cluster . ... The input data of the algorithm are a multiple protein alignment divided into specificity groups . ... is called statistical significance of the set of k* positions . ... 




      
[
Сохраненная копия

] 
 Ссылки http://bioinf.fbb.msu.ru/SDPsite/algo.html -- 11.1 Кб -- 27.05.2008

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>144) - bioinf.fbb.msu.ru/ )
	SDPsite

	SDPlight

	RNA Alignment







    






3. http://www.parallel.ru/sites/default/files/ftp/computers/hp/cxpbroch.pdf

H HP CXperf Application Analyzer P r od uc t B r i e f Exemplar Programming Environment · Analyzes parallel applications Supports multiple parallel models Interprets results visually · · High-performance computer architectures are becoming more and more sophisticated. ... CXperf, a parallel application analysis tool, helps application developers deliver the power of the Exemplar family of parallel servers. ... Why Application Performance Analysis? ... CXperf then instruments the application. ... 




      
[
Текст

] 
 Ссылки http://www.parallel.ru/sites/default/files/ftp/computers/hp/cxpbroch.pdf -- 123.2 Кб -- 02.11.2011

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>400) - www.parallel.ru/ )






    






4. http://mccmb.belozersky.msu.ru/2013/abstracts/abstracts/237.pdf

Application of evolutionary model in the evaluation of the  quality  of pair wise  alignment  of amino acid  sequences  Valery Polyanovsky, V. G. Tumanyan Engelhardt Institute of Molecular Biology, Russian Academy of Sciences, Moscow, 119991 Russia ... : polyanovskyvo@mailfrom.ru, tuman@eimb.ru The purpose of the work is to develop a universal method for estimating the pairwise  alignment   quality  depending on the evolutionary distance (degree of homology) between the ... REFERENCES 1. ... 




      
[
Текст

] 
 Ссылки http://mccmb.belozersky.msu.ru/2013/abstracts/abstracts/237.pdf -- 74.5 Кб -- 04.06.2013

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>329) - mccmb.belozersky.msu.ru/ )
	http://mccmb.belozersky.msu.ru/2013/abstracts/abstracts/217.pdf

	http://mccmb.belozersky.msu.ru/2015/proceedings/abstracts/35.pdf

	http://mccmb.belozersky.msu.ru/2015/proceedings/abstracts/66.pdf







    






5. SDP home page

. SDPpred: a tool for prediction of amino acid residues . that determine differences in functional specificity of homologous proteins .




      
[
Сохраненная копия

] 
 Ссылки http://monkey.belozersky.msu.ru/~psn/ -- 6.2 Кб -- 09.02.2004

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>6223) - monkey.belozersky.msu.ru/ )
	SDPpred

	About this project

	SVETKA, a program for multiple sequence alignments analysus







    






6. SAL- Programming - Tools & Utilities - NetBeans Developers

NetBeans Developers . NetBeans Developer 2.0 is a programming tool for software developers who want to design and build powerful, cross-platform applications - on any platform. ... NetBeans Developer 2.0 is a full-featured, cross-platform Java IDE that is both written in Java and generates Java code. ... The Enterprise version of NetBeans IDE, due for Beta release in December, 1998, allow teams of developers to build full-scale distributed Java applications. ... SAL Home | ... Tools & Utilities . ... 




      
[
Сохраненная копия

] 
 Ссылки http://www.sai.msu.su/sal/F/2/NETBEANS.html -- 5.9 Кб -- 22.12.2007

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>2777) - www.sai.msu.su/ )
	SAL- Programming - X11 Libraries Toolkits

	SAI Supernova catalog

	SAL- Computer Graphics, Images Signals - Processing Visualization - MegaWave2







    






7. spamassassin - extensible email filter used to identify spam

 ... USER MAILING LIST . ... TAGGING FOR SPAM MAILS . ... spamassassin - extensible email filter used to identify spam . ... Mail :: SpamAssassin   Spam  detector and markup engine  Mail :: SpamAssassin ::ArchiveIterator find and process messages one at a time  Mail :: SpamAssassin ::AutoWhitelist auto-whitelist handler for  SpamAssassin   Mail :: SpamAssassin ::Bayes determine spammishness using a Bayesian classifier  Mail :: SpamAssassin ::BayesStore Bayesian Storage Module  Mail :: ... 




      
[
Сохраненная копия

] 
 Ссылки http://theory.sinp.msu.ru/~shamardin/sa/spamassassin.html -- 14.0 Кб -- 25.09.2006

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>735) - theory.sinp.msu.ru/ )






    






8. RPM and Developers ? How to Distribute Your Software More Easily With RPM

Maximum RPM: Taking the Red Hat Package Manager to the Limit . ... The Philosophy Behind RPM . ... The Basics of Developing With RPM . ... Building Packages: A Simple Example . 12. rpm -b Command Reference . ... Adding Dependency Information to a Package . ... Making a Relocatable Package . ... Making a Package That Can Build Anywhere . ... Adding PGP Signatures to a Package . ... Building Packages for Multiple Architectures and Operating Systems . ... Real-World Package Building . ... 




      
[
Сохраненная копия

] 
 Ссылки http://uneex.mithril.cs.msu.su/static/MaximumRPMBook/max-rpm-html/p5208.html -- 4.0 Кб -- 26.09.2011

    
      
[
Сохраненная копия

] 
 Ссылки http://uneex.lorien.cs.msu.su/static/MaximumRPMBook/max-rpm-html/p5208.html -- 4.0 Кб -- 26.09.2011

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>433) - uneex.lorien.cs.msu.su/ )
	Building Packages for Multiple Architectures and Operating Systems

	Developer Documentation for Apache 2.0 - Apache HTTP Server

	To Summarize?







    






9. Geometrical core

Geometrical core (core) is a maximal set of alignment positions such that C atoms in these positions are disposed similarly in ALL input protein chains. ... Minimal core size (#aa's) . ... Alternative core new atoms (%) . ... Geometrical core is a maximal set of alignment positions such that C atoms in these positions are disposed similarly in ALL input protein chain. ... Each input sequences is aligned to the corresponding sequence obtained from the ATOM section of the protein chain in the PDB file. ... 




      
[
Сохраненная копия

] 
 Ссылки http://mouse.belozersky.msu.ru/tools/gcore.html -- 6.0 Кб -- 13.05.2015

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>11989) - mouse.belozersky.msu.ru/ )
	SVETKA, a program for multiple sequence alignments analysis







    






10. http://crydee.sai.msu.ru/ftproot/pub/comp/os/os2/leo/doc/ldevco.txt

DEVCON for LAN Systems!! ... PSP LAN Systems develops products that provide network operating system services (such as file, print, transaction, security and directory) for multiple operating systems (OS/2, DOS, Windows and AIX). ... PSP LAN Systems has identified an API (or development tools) strategy that provides an application development environment with industry standard APIs for application portability and object frameworks to assist developers with code reuse. ... 




      
[
Сохраненная копия

] 
 Ссылки http://crydee.sai.msu.ru/ftproot/pub/comp/os/os2/leo/doc/ldevco.txt -- 7.6 Кб -- 26.04.1994

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>3193) - crydee.sai.msu.ru/ )
	Fortran resourses







    






11. Laboratory-chair of modelling the natural references of time

 ... Problems and tasks of the research programme< . ... Laboratory-chair of modelling the natural references of time . ... To indicate the natural references of time and to discuss the consequences of their existence is one of the important tasks of the research programme suggested. ... The equations of motion, representing the basic content of a dynamical theory, are actually a description of the variability objects of interest for the researcher as compared with reference variability (the clocks). ... 




      
[
Сохраненная копия

] 
 Ссылки http://temporology.bio.msu.ru/lab-kaf/Levich/elev-problems.html -- 10.4 Кб -- 28.02.2014

    
      
[
Сохраненная копия

] 
 Ссылки http://www.chronos.msu.ru/old/lab-kaf/Levich/elev-problems.html -- 10.4 Кб -- 14.12.2013

    
      
[
Сохраненная копия

] 
 Ссылки http://chronos.msu.ru/old/lab-kaf/Levich/elev-problems.html -- 10.4 Кб -- 14.12.2013

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>380) - chronos.msu.ru/ )






    






12. Wills D. - Pro Visual C++ 2005 for C# Developers :: Электронная библиотека

Электронная библиотека Попечительского совета . ... Wills D. - Pro Visual C++ 2005 for C# Developers . ... Название: Pro Visual C++ 2005 for C# Developers . ... Pro Visual C++ 2005 for C# Developers features two distinct sections that lead to a simple migration path for you to move toward Visual C++ 2005 development. ... This material supplements the information that is already freely available within Visual Studio .NET 2005. ... Электронная библиотека попечительского совета мехмата МГУ , 2004-2016 . ... 




      
[
Сохраненная копия

] 
 




